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m. ft£ttJt fftHS^ 4§rStt$iH&£0graff ^M^flJ 

Zt)(DZ$>Z> 0 

6iiT^ 3. L-T^yKtt* Hi**4-^ 6 dS £1 LTffl ^ ^ •S 
LTx $t£$JfCcfc£ L- 'J 5>>-£L-**-fe 'J >fc£©L-7 5 /M£©fcto 

©j^mb^ t irmmztiz* %mmz&^>z l-t $ j mzmmzz z>w%.® 
tLz\z. zvz-mmms x>>x'j t7iii, n+frxmmm, -ty^ymm 

1 9 8 6 ^j CffKSilTHS. 
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-£s «£&©ig*£:fc^T*©£iftt* Jf$I8I£&fc^ IAMBICS* 0 * 

□ 'J #&e>ftT^3-(Mulvey, M.R. et al., Gene, 73, 337-345 (1988)) 
%W©B§^ 

l-7$;s, fcx£tfg> ifti?, £Jir£ttt/ff&£ 

(1) «<fc&£igttL*l;:£*U &igtt*lZitt&e££fi£S«;*-ii\ MM 

(2) a5f3»4«att, ka t F»£*#£RXtt«*$ftfc£i:KJ: DJtSRc 
#£WC*R**aB?£A»Lfc;:fcS#«i:t-5 (l) ©£&; 

(3) iII2gfttlK#L-7 ^ y $T-&3 (1) ©£& ; 

(4) ar*3«£«i#x'>x y tT'RRBXtta U *I!«B"e*5 (1) <D7i& ; 
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3 

e*S>SL ft£feK, f£JIB?, £Sffitt»H&i^ «4ft{c«fc»)^«$ti 

U MS*1^;ID NAtt«rft£&#JffibfcirBC«fc ») itt«r*££M"f 3& 
7j£tt-5-£*lfcfc©T*;&oT$<i:^p 

«k !)Jt#fit|C:iijjiT©lfti«#tf6n5. 0J*.fcJ:Bfl«j*ig#L-;x u*:i>© 
Httxj/iiJtT • 13 UVKPM B-3996(RIA 1867)(*g&^fs5, 175, 107^#JB) , 
3 ^n^r'J -7 A • F7yF7^7i AJ12318 (PERM B?-1172)(^S^ft 
S5,188,949##jg) ^T'$> 0 » L-'Jy>C|^(jxyiiJt7 0'J AJ1144 
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2 (NRRL B-12185, FERM BP-1543)(*H# fFM§4,346, 170-if #,1) N 71/t;^7 
iJ>)A-7n77-/>n AJ3990 (ATCC31269)(*HftfFl£4,066,501f-# 
M) m-tUb*), L-Vfr* X >SC|^I4i^i >J t7 • □ U AJ12624 (FERM B 
P-3853)(7 7 >7l$§*aiBl&fifB2,680,178^#{g) , x»/x'Jk7'3'J AJ13 
199 (FERM P-15573)(^H¥7-203980^#BSh T'l/t/^f'J 7 A • 7 7 h 7 7 
-*>7AAJ12475 (FERM BP-2922)(*Hftl*ff§5,272,067^#!?=O «T?a»> % L 
-O-f '>>6D«^ttx2/x U AJ11478 (FERM P-5274)(#£Bg 62-343 

97^#bs) , 7l/t;^f , J-7A-7^h77-^>i'A AJ3718 (FERM P-2516) 
(^B#fF^3,970,519-t#BS) HT&'K L-'f VD>f i/>©l^iix>>iijt 
7 • 3UKX141 (VKPM B-4781) (M#MI!I&i§!S519, 113-f , 
i'r'J 9 A • 7 7AL AJ12149 (FERM BP-759)(*g$m!S4, 656, 135^#bs ) $ 
L-M'U >©Ji^{ixi/i 'J t7 • 3 U VL1970 (VKPM B-4411)) (BM 
ftfFtBSI&B18§519,113-t#!B) N 7U e^7^'J 7 A • 7 7 h 77-/ >7A 
AJ12341 (FERM BP-1763)(*BI^fF^5, 188, 948-t#ra) ^TifclK L-7 x 
77^>©ii£}i N JS/iiJ t7 0>J AJ12604 (FERM BP-3579)(R#H*«Fa* 
488, 424-5 #«) ^btn^r'JH • 77h77-/>7A AJ12637 
(FERM BP-4160)(7 7>7&i*£lJII&lllg 2,686,898-5#BO ^T-&So 

saw tiffin gi$tjf?©g£i££* u 7>o N £?ir${c4fPitt(c 

■-t^Mt577-ary KZ)-oT-*»K RNA#'J^7— fe'©37S^(C^ 
£LT*nBJR#J&fifc$ftSfc, *ogIgli^£?0 7-D ; E--7-£M-f 

n a * ij * 7 - -e © 3 7 g m c l r * d m £ jfjjs t z mm #m<b u & 

iifc^o. ) ti\ katFiie? (rpoSiafi? tb&l&tiX^S) <C «fc t) 3 - h* $ ft 
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T£»K ZVig&mmtWbfrlZZtiZ^Z (Mulvey, M.R. et al., Nucleic A 
cids Res., 17 (23), 9979-9991 (1989), GenBank/EMBL/DDBJ Accession AF0828 
44) o x^iiJtro'J K-12&OkatftI{K?0J£SiB?!i;£tf=i- Kt 57 ^ 
^SEJH^ E*J*®iBSIM3X7jf4»;:^To RpoS£*jf L££M±, rSt$£* 

$ * S £ t C «fc o T , . 51 f* 1" -5 d # T- & § . 

LTtiu *^HRfia»$fcttN->t^;w-lP -- h D-M-- h o V?T-V> (NT 

tSCiitft^^o *ftttC1*JlttK:*t6**aH**:3-Fr*atfi-? (katF) 

katF$£?££i? D N A-eft£ft£7£K£& U LfckatFat£^fc&6#± 
® latFM* fc®WT 3 fcfc «k &£#±©katFilfc^ 5 
«J8f 5d i:#T-£So £©«fc3ftffil^&ft*l;:«k3 3£^«8ttSE£St:fcLT 

katFitfi?0F*lg|5£*£U £»C«M6U«C^ Ufcitfi* (*£S 
S£fcDNAT?*£fcfcJ&IMEfcU afcHafc^ftfeflUbOftUi* 
iIfi?^©P E 8T**I&;L£jgC;*-e.?>;:£:iCefc t), £ 6 ft±©katF5t t 
SC£#T-££<, *£3!iil£^£, Si»ftfr±©katFae^i:ltft1-4t:tttt 

u ^ , ^ — u ^ O >v - v ^ 2: 'j: • V v ~" ~ -^i^r d S 74 A. u "C ^ :^ ^ ^- 
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■fSkatFafi?E5!)i:oagliSjec U &&#±©katFiI£i^^£Mfi£^ 

i:o»^ie-?2ii*«ii»iDNA0tt©aiJfl' gM3&&ti 

ifct^ &6ftD NA±(C^£Mm£^© £ fr£8ir£#>f3 > 2{@©katF3I£^© 
81Ma!) l 3 tr-©katF«£^ ^**-gB# (&ftA££&KliHfliM 

I£&katF«£^#3fcfctf:DN A±£8£ft, ^£32il£^ #12J D $ ft -5 i§£ 
t, fiaCfcfcMfi*#JfeftflsDNA±lC«S*u jESr&katFXfc^tftODiii 

**fc«>RpoStitSttS* L&1^#. E#&katF«fc?#&£#D NA±tCg£ft 
©iIfi?*83££P C RT* »)x BttfcT5£fc^«SM*£SiR1-S 

i^s ±E©J:3lCUTkatFi|fi3 1 *tt*Ufcfc-ttx ite^lilCr e c A" 
S*Al/Ti<^ MT-iSS^tcr^a ~ K±«DkarF«£?#Jfeft<*^HtJf» 
»&g;ftS©£l» <*£fc#T-£S 

xs/x 'J h7 • 3 »J©katF3H£?tt, 09;LfcJ\ xj/x V fc 7 • 3 >J ©&£#D 
N A^^I i: i2F'ia©.iB?iJ#-f 1 2 (z^-f JgSiS#i £ -s U 37 ? 
l/zif Fz77-f?-^to^ij>7-t; • -~ x > • c 7 — 5 ^ — ■> = > is ( ? 
CR : polymerase chain reaction; White, T.J. et al., Trends Genet., 5,18 
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5 (1989)#JB) laot^ffSCh^^^o 

T^t^1- 5 © i: LT&> pHSG4 1 5SIFPHSG 4 2 2 (Hashimoto-Goto 
h, T. et al, Gene, 16, 227-235 (1981)) 7l/t/^f 'J 1 )^ • 7^7 
7-*>*Al|©n'J*MSffl®T-$i£t£&0£LT&, pHS4, pHS22, 
pHS 2 3 e,iiSo pHS 4 ** 5> «J U iti U fc 3 'J *M*fflSifc#©« 

»SJM«§£tfDN AirfrSx xVx 'J k7 • □ U -T&3pH S 

G 3 9 8 lzmmLTmt>htz7'7Z I CpHSC44>, l^atllfififfiSttT'?* 

^ K2: i/T^awcttffl-rsciitf-e**, phsc4«, 3 d^sshs, &w 

xyx g t7 • U U ^T-gftif lit, liC.i'D? A 7 ± -71 - frM&Ztt* 
t5. p H S C 4 ^HtSiyi 'J t7 • u 'J A J 1 2 5 7 1 it, 1 9 9 0^ 

10311 B{iaiSM*X|tft«K4*XltX|ttt«BF»3f (fU® #-^305-85 
66 B#B&ttfco < {^mm-Tgl#3^) i:§l£ffF ERM P - 1 1 7 6 

3 b LT^f££*i, 19 9 1^8^26 BC7^7 Mfe^3(CSr3 < S&$S&£ 
gf^n, FERM BP- 3 5 2 4 ©g§fc#^T*^f££ tiT O 5„ 

t7 • =3 uaeigff ^25-3 ^4 2-cw 

*S«l«fi(|»{C*^T, »1 0~3 2*CTttg#ii$|-e££#> ^3 4'CU± 

fi*.«Stta»SJ»1lfi«S*-rSDNAKW-H:x ±!2pHSG4 1 5 

$BalI^«J!5ai1-Ci:(Cd;oT, XlipHS C4 SB amH I hKpn I t-«It) 
ate i:tc 

ti©i£M?im, #&¥7 - 1 0 8 2 2 8-5&«CiS8£ftT^a. 
MDNA01I, igfe^Brtti::?'?;* * K PCR,~ 7" 7 ^ ^ K 

37* u^-^- J: <»&ftTi*aaS©£i£S£E 

f 5C CI Jx 6 © £ & ti\ Sambrook, J., Fritsch, E. F., and Mani 
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atis, T., "Molecular Cloning A Laboratory Manual, Second Edition", Cold 
Spring Harbor Laboratory Press ( 1989)11 C EWL ZilZUZo 
±130^3(1 UTf#e>ft*katFSt£*#W^£ftfc»£*a8\ RpoS£^»LT 

ffe©ttK £ ftT U T «fc ^ o 
U tltllR til it £ ^ o 

<l>x>>iijt7 0>JL-^l/^ >K££S<Z>katFa£?tttt4*®ilg! 

E. coli AJ13l99fc®±$V-ADNAS\ (Biochem.Biophys. 
Acta., 72,619(1963)) (Zj;»)WtiLfco x v i 'J t 7 • □ U AJ13199& (#M¥7 
-203980^#ra) tt, DL-77/l7^>S!li?t K □ r BttttT& »K 1 

996$ 4 Sl8BCXg*r^*i$X^Xg-£'€#3^ ( S?d## 305-3565 B&S 
&*S»o <«m*-T§ 1 §3%) CgfES^FERM P-15573*: LT^ft^tU 19 
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97^2 3 3 h£ttfc:£-5<B«MFStK:£**iV £t£#f-FERM BP- 

5807#tt4£tiTUSo 

-jEk &fc©katFis{£^©£gie?iJlcS^T, 1 RU 2 HjSTEH 

*M*Z2W77 4'*--&ftm\stz* d*i££ffl^TP CRSJfcSfTlK katF 
jtfi^OJgWSfTofc. ft £>2xfcDNA£, ^77-pHSG399 (£M(tt)iO 
OEcoRIg|5&tC|?AU 7*7* ^ Fp399RP0S£^fco 

±!37*7 7 ^ h*p399RP0S£Mi£mAvaII^±K^Lfc&, T4 DNA'J 
#— te'£ffl^T-t?;U7 7-f y-i/a >&m\ katFjsfe^© 1*1 SB p3 
99ARP0S£f#fc o mz, p399ARP0S©^£MKatFja£^P£, iyi'Jt7 0iJ 

iOl|g*5l^77^; KpHSG415tc3ALfco ftttftCfciu p399RP0S£Eco 
RIT^bU m £ftfc*&SKatFa£ : F££irKrtt£> T^Ts^ KpHSG415 (Has 
hiioto-Gotoh, T. et al, Gene, 16, 227-235 (1981)) ©EcoRIgB&tlJf A L v p 
415ARP0S£tf^L£ e 

SxS/x U t70 'JAJ13199#£Jf2@<EftU &£fr±©katFjtfc^ 5 
(Cg&Ufco £#ttCJ±, 7"77^ K##A£ixfcAJ13199/p415ARP0S£LB 
igife (A7 h h y 7* h >10g> A 7 h hx?7> b 7 7 h 5g. NaCl 5g£ 1 L 

OTMZatr) T-2 5°CtZT 6 Mfi LfegL 25/zg/ml©^^ 

$KII*a*1*i:l/TWILfe. C©ftfr£> 4 2°Ct*7 u v^ L 

katFjt£*©JSSEai£W'^ M£?#*£StCg&£ftTV^c: ££5t^U 
ARpoS&iiiftS Lfeo 

< 3 >katFtt«M*CJ;*L-iOl/* >K©£jl 

AJ13199& (Bff£&tt) SVAJ13199MRpbS«cS % L - 7*^ 7 ^ > 
tfe (M:^n-74 0'. 0 g/ L , ftS v 7** -7 A (SUSB) 1. 0 g/ 
L, WM7 L 2 0 . Og/L, U >S2*«* U"7A 1 . Og/L, Sit 



WO 01/05939 PCT/JP00/04775 

10 

B»-»7*ttfe 10. Omg/L, mm-?>13> 5**0181 1 0 . Omg/L, 
^K-7bi^r^F7^h2. Og/L, >Jg»Jgl 0. Omg/L, 

vm.tD\,vt>h (Mi) 5 0. Og/L, pH7. 0 (KClfll) ) T* 
3 7°C\ < &-5£T-i£|tU ftifcQxD L - 7 $ I >$&<DM.%:teik& 

(ft) <y ^7^7^1f-AS-210(l£ ^fl£L£o IgU&Otgtfe 

©620ni(I^ltSOS^Jg (0D 6 2o) ZMfebtzo Z ti 1 C^l" . 



$1 







Us/D 0D 6 2 0 ££BtP£ (h) 


AJ13199 


19.8 


0.76 40 


ARpoS 


20. 1 


0.90 30 
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sf*©$5H 

^nftjcgng-f * a u tz z. t z®m 1 1 s mmm i mm<D 
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SEQUENCE LISTING 

<110> Ajinoioto Co., Inc. (vfc<DMft£ l g&) 

<120> £B&£J:3itt«ff(!)8l£& 

<130> B635SM0P1034 

<141> 2000-07-14 

<150> JP 11-205269 
<151> 1999-07-19 

<160> 4 

<210> 1 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 1 

gcgcgaattc atgagtcaga atacgctg 

<210> 2 
<211> 28 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 2 

gcgcgaattc ggtaatgcgc tcgttaag 28 

<210> 3 

<211> 1475 

<212> DNA 

<213> Escherichia coli 

<220> 
<221> CDS 

<222> (287).. (1372) 
<400> 3 

cgaccgcaga tggccgcgtt gtttatgctg gtaacgcgct gcgcggctac ggtaatctga 60 
ttatcatcaa acataatgat gattacctga gtgcctacgc ccataacgac acaatgctgg 120 
tccgggaaca acaagaagtt aaggcggggc aaaaaatagc gaccatgggt agcaccggaa 180 
ccagttcaac acgcttgcat tttgaaattc gttacaaggg gaaatccgta aacccgctgc 240 
gttatttgcc gcagcgataa atcggcggaa ccaggctttt gcttga atg ttc cgt 295 

Met Phe Arg 
1 

caa ggg ate acg ggt agg age cac ctt atg agt cag aat acg ctg aaa 343 
Gin Gly He Thr Gly Arg Ser His Leu Met Ser Gin Asn Thr Leu Lys 

5 10 15 

gtt cat gat tta aat gaa gat gcg gaa ttt gat gag aac gga gtt gag 391 
Val His Asp Leu Asn Glu Asp Ala Glu Phe Asp Glu Asn Gly Val Glu 



WO 01/05939 PCT/JP00/04775 

3/6 

20 25 30 35 

gtt ttt gac gaa aag ccg tta gta gaa cag gaa ccc agt gat aac gat 439 
Val Phe Asp Glu Lys Pro Leu Val Glu Gin Glu Pro Ser Asp Asn Asp 

40 45 50 

ttg gcc gaa gag gaa ctg tta teg cag gga gec aca cag cgt gtg ttg 487 
Leu Ala Glu Glu Glu Leu Leu Ser Gin Gly Ala Thr Gin Arg Val Leu 

55 60 65 

gac gcg act cag ctt tac ctt ggt gag att ggt tat tea cca ctg tta 535 
Asp Ala Thr Gin Leu Tyr Leu Gly Glu He Gly Tyr Ser Pro Leu Leu 

70 75 80 

acg gcc gaa gaa gaa gtt tat ttt gcg cgt cgc gca ctg cgt gga gat 583 
Thr Ala Glu Glu Glu Val. Tyr Phe Ala Arg Arg Ala Leu Arg Gly Asp 

85 90 95 

gtc gcc tct cgc cgc egg atg ate gag agt aac ttg cgt ctg gtg gta 631 
Val Ala Ser Arg Arg Arg Met He Glu Ser Asn Leu Arg Leu Val Val 
100 105 110 115 

aaa att gcc. cgc cgt tat ggc aat cgt ggt ctg gcg ttg ctg gac ctt 679 
Lys He Ala Arg Arg Tyr Gly Asn Arg Gly Leu Ala Leu Leu Asp Leu 

120 125 130 

ate gaa gag ggc aac ctg ggg ctg ate cgc gcg gta gag aag ttt gac 727 
He Glu Glu Gly Asn Leu Gly Leu He Arg Ala Val Glu Lys Phe Asp 

135 140 145 

ccg gaa cgt ggt ttc cgc ttc tea aca tac gca ace tgg tgg att cgc 775 
Pro Glu Arg Gly Phe Arg Phe Ser Thr Tyr Ala Thr Trp Trp lie Arg 

150 155 160 

cag acg att gaa egg gcg att atg aac caa ace cgt act att cgt ttg 823 
Gin Thr He Glu Arg Ala He Met Asn Gin Thr Arg Thr He Arg Leu 

165 .170 175 

ccg att cac ate gta aag gag ctg aac gtt tac ctg cga ace gca cgt 871 
Pro He His He Val Lys Glu Leu Asn Val Tyr Leu Arg Thr Ala Arg 
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180 185 190 195 

gag ttg tec cat aag ctg gac cat gaa cca agt gcg gta gag ate gca 919 

Glu Leu Ser His Lys Leu Asp His Glu Pro Ser Ala Val Glu lie Ala 

200 205 210 

gag caa ctg gat aag cca gtt gat gac gtc age cgt atg ctt cgt ctt 967 
Glu Gin Leu Asp Lys Pro Val Asp Asp Val Ser Arg Met Leu Arg Leu 

215 220 225 

aac gag cgc att acc teg gta gac acc ccg ctg ggt ggt gat tec gaa 1015 
Asn Glu Arg lie Thr Ser Val Asp Thr Pro Leu Gly Gly Asp Ser Glu 

230 235 240 

aaa gcg ttg ctg gac ate ctg gec gat gaa aaa gag aac ggt ccg gaa 1063 
Lys Ala Leu Leu Asp He Leu Ala Asp Glu Lys Glu Asn Gly Pro Glu 

245 250 255 

gat acc acg caa gat gac gat atg aag cag age ate gtc aaa tgg ctg 1111 
Asp Thr Thr Gin Asp Asp Asp Met Lys Gin Ser He Val Lys Trp Leu 
260 265 270 275 

ttc gag ctg. aac gec aaa cag cgt gaa gtg ctg gca cgt cga ttc ggt 1159 
Phe Glu Leu Asn Ala Lys Gin Arg Glu Val Leu Ala Arg Arg Phe Gly 

280 285 290 

ttg ctg ggg tac gaa gcg gca aca ctg gaa gat gta ggt cgt gaa att 1207 
Leu Leu Gly Tyr Glu Ala Ala Thr Leu Giu Asp Val Gly Arg Glu He 

295 300 305 

ggc etc acc cgt gaa cgt gtt cgc cag att cag gtt gaa ggc ctg cgc 1255 
Gly Leu Thr Arg Glu Arg Val Arg Gin He Gin Val Glu Gly Leu Arg 

310 315 320 

cgt ttg cgc gaa ate ctg caa acg cag ggg ctg aat ate gaa gcg ctg 1303 
Arg Leu Arg Glu lie Leu Gin Thr Gin Gly Leu Asn lie Glu Ala Leu 

<)OC 0<)T 

•■ ■•*' J ■■_ J V v - 

tta ccg cga gta agt aag cat ctg tea gaa agg cca gtc tea age gag 1351 
Leu Pro Arg Val Ser Lys His Leu Ser Glu Arg Pro Val Ser Ser Glu 
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340 345 350 355 

get ggt ttt ttc tgt gca caa taaaaggtcc gaatgeccat -eggacctttt 1402 
Ala Gly Phe Phe Cys Ala Gin 
360 

tattaaggtc aaattacege ccatacgcac acaggtaatt aagaatcegg taaaaccgag 1462 
aatggtcgtt aac 1475 



<210> 4 
<211> 362 
<212> PRT 

<213> Escherichia coli 
<400> 4 

Met Phe Arg Gin Gly He Thr Gly Arg Ser His Leu Met Ser Gin Asn 

1 5 10 15 

Thr Leu Lys Val His Asp Leu Asn Glu Asp Ala Glu Phe Asp Glu Asn 

. 20 25 30 

Gly Val Glu Val Phe Asp Glu Lys Pro Leu Val Glu Gin Glu Pro Ser 

35 40 45 

Asp Asn Asp Leu Ala Glu Glu Glu Leu Leu Ser Gin Gly Ala Thr Gin 

50 55 60 

Arg Val Leu Asp Ala Thr Gin Leu Tyr Leu Gly Glu He Gly Tyr Ser 
65 70 75 80 

Pro Leu Leu Thr Ala Glu Glu Glu Val Tyr Phe Ala Arg Arg Ala Leu 

85 90 95 

Arg Gly Asp Val Ala Ser Arg Arg Arg Met He Glu Ser Asn Leu Arg 

100 105 110 

Leu Val Val Lys He Ala Arg Arg Tyr Gly Asn Arg Gly Leu Ala Leu 

115 120 125 

Leu Asp Leu He Glu Glu Gly Asn Leu Gly Leu He Arg Ala Val Glu 
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130 135 140 

Lys Phe Asp Pro Glu Arg Gly Phe Arg Phe Ser Thr Tyr Ala Thr Trp 
145 150 155 160 

Trp He Arg Gin Thr He Glu Arg Ala He Met Asn Gin Thr Arg Thr 

165 170 175 

He Arg Leu Pro He His He Val Lys Glu Leu Asn Val Tyr Leu Arg 

180 185 190 

Thr Ala Arg Glu Leu Ser His Lys Leu Asp His Glu Pro Ser Ala Val 

195 200 205 

Glu He Ala Glu Gin Leu Asp Lys Pro Val Asp Asp Val Ser Arg Met 

210 . 215 220 

Leu Arg Leu Asn Glu Arg He Thr Ser Val Asp Thr Pro Leu Gly Gly 
225 230 235 240 

Asp Ser Glu Lys Ala Leu Leu Asp He Leu Ala Asp Glu Lys Glu Asn 

245 250 255 

Gly Pro Glu Asp Thr Thr Gin Asp Asp Asp Met Lys Gin Ser He Val 

' 260 265 270 

Lys Trp Leu Phe Glu Leu Asn Ala Lys Gin Arg Glu Val Leu Ala Arg 

275 280 285 

Arg Phe Gly Leu Leu Gly Tyr Glu Ala Ala Thr Leu Glu Asp Val Gly 

290 295 300 

Arg Glu lie Gly Leu Thr Arg Glu Arg Val Arg Gin He Gin Val Glu 
305 310 315 320 

Gly Leu Arg Arg Leu Arg Glu He Leu Gin Thr Gin Gly Leu Asn He 

325 330 335 

Glu Ala Leu Leu Pro Arg Val Ser Lys His Leu Ser Glu Arg Pro Val 

340 345 350 

Ser Ser Glu Aia Gly Phe Phe Cys Aia Gin 
355 360 
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